Background:
In bacteria, diminishing of protein synthesis is often accompanied with the formation of ribosomal dimers (or disomes). This process might be particularly important for pathogenic bacteria whose successful survival is a key factor for successful infection. Ribosome hibernation is driven by the binding of small stress-induced protein(s) to 70S ribosomes forming stable 100S ribosomal dimers. In contrast with E. coli where ribosome dimerization occurs in the presence of two proteins: hibernation promoting factor (HPF, 95 aa residues) and ribosome modulation factor (RMF, 55 aa residues) in Staphylococcus aureus only one protein (long version of HPF) is responsible for the formation of hibernating ribosome dimers, which in turn play a role in survival of this pathogen under unfavorable conditions. Methods: By cryo-electron microscopy we obtained a high-resolution structure of the 100S ribosome dimer and by NMR spectroscopy and X-ray crystallography solved a NTD and CTD of SaHPF protein structures. E-mail: k.usachev@kpfu.ru 
